Crpanmma 1 u3 1

O6uwecTBO ¢ OrpanuYeHHOli 0TBETCTBEHHOCTHIO
Hay4ano — nponsBoacrsennas gupma “Uceenoparebekuii meHTp”

p-n. Koabuoso, npomsona, kopuyc 200, opuc 426

K ] Poccns, 630559, Hosocuéupekas o61acts, Hosocubupcknii paiion,

IMouroserii agpec: 630559, Hosocnbupckas o6iacts, p.n. Koasnoso, a/a 247
Tenegon / dpaxe: (383) 336-71-32, 336-52-65, 325-30-73 — ornen Npoaak,
(383) 336-52-72 — Gyxranrepusi, (383) 325-30-07 - UJI

Kauecrsennoe ynocrosepenne ma nexapcrBeHHbII npenapar

AJIsI BETEPHHAPHOI0 NpuMeHenus Berom 4
Ne 197 ot 29 mapra 2019 r.

MHH: Vetom 4.

Homep PY: 35-1-16.13-1477NelIBH-1-4.7/02080.

Boinyex no TY: 21.20.23.190-038-23609643.

®opma BblNycKa: MOPOLIOK B NAKETaX U3 JIaMHHUPOBAHHOM GyMaru Maccoit 5 r.
Homep cepnm: 020319,

O6bem cepun, npeabsBAseMOil Ha HenbITAHUS: 7250 WT.
Mecto orGopa: LIIID.

9. Hara or6opa: 12.03.2019.

10. JaTta nocrymiienus 8 MJIBTK: 12.03.2019.

11. KonmmuecTso noctynusimx o6pasuos: 50 o6pasios no 5 r.

12. Kem oTo0pana npo6a: mabopant-mukpobuosor 3.I'. TexyThepa.
13. M3Bewenne or: 12.03.2019.
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TOpl"OBOE HaHMEHOBAHHE JIEKAPCTBEHHOI0 CPEACTBa NJisl BETEPUHADPHOrO NpHMeHeHun: Betom 4.

Ne HanmeHoBaHnue nokaszatess Hopma nmo HT]T Pezynerar ucneitanuii
n/n
1. Buemnnif BUz, uBeT, 3amax u Onxopopwblii, ceimy4nii nopook 6emoro CootBeTcTBYET
BKYC useTa, 0e3 3amaxa, claakoro BKyca
2, PactBopuMocTs PacTtsopum B Bozie B TeueHue 10 MUHYT. CoorsetcTBYET
Honyckaerca Hanuume Genoro ocaaka.
3. pH (7,0+0,5) 6,8
4. [ToTeps B Macce npu
BbICYLUMBaHHH, %0, HE Holiee 6,0 CootBeTcTBYET
5. AHTaroHHcTHYECKAA aKTHBHOCTD
K TECT-KyJIbTypaM (30Ha
YTHETEHHS pOCcTa, MM, HE MEHEe)
Shigella sonnei - 32; 5,0 5
Salmonella typhimurium - 2606; | 5,0 5
Staphylococcus aureus - 209; 8,0 8
Candida albicans - 620 6,0 10
6. CyMMapHoOe KOJHMYECTBO CTIop
Bacillus amyloliquefaciens
wramm BKIIM B-10642 81 r He menee 1x10° 3,0x10°
npenapara, KOE/r
(A [TognuHHOCTH JIOMmKHBI PHCYTCTBOBATEL OAaKTEPHH CooTBeTcTBYET
Bacillus amyloliquefaciens wramm BKITM
B-10643
8. MukpobHonornyueckas YucToTa,
Hanu4ue:
Enterobacteriaceae; He nomyckaerca CootBercTByeT
Pseudomonas aeruginosa; He nonyckaercs CootseTcTBYET
Staphylococcus aureus; He nonyckaercs CootsercTBYeT
MOCTOPOHHHX
MHKPOOPraHH3MOB, B T.4. H
rpuboB, He Gonee Thic/T 300,0 CoorseTcTBYET

JlekapcTBeHHBIH Npenapat i BeTepMHapHOro npuveHeHns Betom 4, cepus 020319, B noTtpebutensckoii ynakoske
MakeT 5 T W3 JaMHHHpoBaHHOH Oymarm, coortBercTByer TpeGoBanuam TVY 21.20.23.190-038-23609643 u mMoxeT
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